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RESEARCH ACTIVITIES 

The research of my group at Newe Ya’ar focuses on the genetics and genomics of melon 

(Cucumis melo L.) and other Cucurbitaceae crops. Major topics are fruit quality, genetic 

mapping and the assessment of genetic variability of these crops. We conduct 

transcriptomic and metabolomic studies directed at elucidating genes that control fruit 

quality traits, including sugar, organic acid, pigments and aromatic volatiles.. 
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