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1. Personal details:

Nationality:
Israel

Permanent address:
Kibbutz Mishmar Hanegev
Phone numbers:
+972-542268877
Email:                                lironk@volcani.agri.gov.il
2. Higher Education:
1998 - 2002. B.Sc. Faculty of Agriculture, The Hebrew University of Jerusalem, Rehovot, Israel.

2004 - 2006.  M.Sc. Faculty of Agriculture, The Hebrew University of Jerusalem.

On:  “Characterization of a novel plant specific RNA binding domain, The CRM domain”. 

Supervisor: Prof. Oren Ostersetzer-Biran.


2006 - 2011.  Ph.D. Department of Structural Biology, Weizmann Institute of Science, Rehovot Israel. 

On: “Insight into structural and bio-medical aspects of human mitochondrial Phenylalanyl-tRNA synthetase”. 

Supervisor: Prof. Mark Safro.              

2011 - 2012. Research Associate. Scripps Research Institute, La Jolla USA. Structural analysis of RNA-protein complexes. Prof Paul Schimmel Lab.
2012 - 2014. EMBO Fellow. MRC Mitochondrial Biology Unit, Cambridge UK. Research: Insight into structural and bio-medical aspects of respiratory Complex-1.  Dr. Leo Sazanov  Lab.
2014 - 2015.  Research Associate. MRC Mitochondrial Biology Unit, Cambridge UK. Research: Structural aspects of respiratory Complex-1 assembly.  Dr. Judy Hirst  Lab.
2015-2016.  Scientific consultant. Weizmann Institute of Science, Rehovot Israel.  Prof. Ada Yonath  Lab.
3. Current Position
2016- to date . Group leader at Gilat Research Center Agricultural Research Organization M.P. Negev, 85280 Ministry of Agriculture, Israel
4. List of Publications
1. Doctoral Dissertation.
 “Insight into structural and bio-medical aspects of human mitochondrial Phenylalanyl-tRNA synthetase”.  Supervisor: Prof. Mark Safro
1. Klipcan L, Safro M. Amino acid biogenesis, evolution of the genetic code and aminoacyl-tRNA synthetases. (2004). J Theor. Biol., 228: 389-96. 2.239; 23/85 (Biology); 32.
2. Klipcan L, Safro I, Temkin B, Safro M.  (2006). Optimal growth temperature of prokaryotes correlates with class II amino acid composition.  FEBS Letters, 580: 1672–1676. 3.372; 25/73 (Biophysics); 6.
3. Talmor-Neiman M, Stav R , Klipcan L, Buxdorf  K, Baulcomb D, Arazi T. (2006). Identification of trans-acting siRNAs in moss and an RNA-dependent RNA polymerase required for their biogenesis.  Plant Journal, 48: 511-521. 6.963; 10/204 (Plant Sciences); 54.
4. Barkan A, Klipcan L, Ostersetzer O, Kawamura T, Asakura Y, Watkins K. (2007). The CRM domain: an RNA binding module derived from an ancient ribosome-associated protein.  RNA 13: 55-64. 4.936; 53/290 (Biochemistry & Molecular Biology); 48.
5. Levin I, Kessler N, Moor N, Klipcan L, Koc E, Templeton P, Spremulli L, Safro M. (2007). Purification, crystallization and preliminary X-ray characterization of a human mitochondrial phenylalanyl-tRNA synthetase. Acta Crystallogr Sect F Struct Biol Cryst Commun 63: 761-764. 0.524; 282/290 (Biochemistry & Molecular Biology); 7.
6. Klipcan L, Frenkel-Morgenstern M, Safro M. tRNA-dependent pathway of cysteine biosynthesis is accompanied by increase of cysteine content in methanogenic Archaea. (2008). Trends Genet. 242: 59-63. 9.859; 9/167 (Genetics & Heredity); 12. 
7. Klipcan L, Levin I, Kessler N, Moor N, Finarov I, Safro M. (2008). The tRNA-induced conformational activation of human mitochondrial phenylalanyl-tRNA synthetase. Structure 16:1095-104. 5.895; 9/73 (Biophysics); 25.
8. Keren I*, Klipcan L*, Bezawork-Geleta A, Kolton M, Shaya FT, Ostersetzer O. (2008). Characterization of the molecular basis of group II intron RNA recognition by CRS1-CRM domains. J Biol Chem. 28: 23333-42. 4.693; 61/290 (Biochemistry & Molecular Biology); 14. (* Equal contribution)

9. Klipcan L*, Moor N*, Kessler N, Safro M. (2009). The tRNA-dependent incorporation into proteins of the free radical damaged amino acids. PNAS 7; 106(27): 11045-8. 10.56; 4/57 (Multidisciplinary Sciences); 28. (*Equal contribution)

10. Frenkel-Morgenstern M, Tworowski D, Klipcan L, Safro M. (2009). Intra-protein compensatory mutations analysis highlights the tRNA recognition regions in aminoacyl-tRNA synthetases. J Biomol Struct Dyn. 27: 115-26. 2.42; 133/290 (Biochemistry & Molecular Biology); 2.
11. Yadavalli S, Klipcan L, Zozulya A, Banerjee R, Svergun D, Safro M, Ibba M. (2009). Large-scale movement of functional domains facilitates aminoacylation by human mitochondrial phenylalanyl-tRNA synthetase. FEBS Lett. 19: 3204-8. 4.693; 61/290 (Biochemistry & Molecular Biology); 10
12. Finarov I, Moor N, Kessler N, Klipcan L, Safro M. (2010). Crystal structure of human cytosolic phenylalanyl-tRNA synthetase: evidence for kingdom-specific tRNA recognition patterns. Structure  18: 343-53. 5.895; 9/73 (Biophysics); 14.
13. Klipcan L*, Finarov I*, Moor N*, Safro M. (2010). Structural Aspects of Phenylalanylation and Quality Control in Three Major Forms of Phenylalanyl-tRNA Synthetase. Journal of Amino Acids, Article ID 983503, doi:10.4061/2010/983503. (*Equal contribution) peer-reviewed, open access journal. No ranking yet.
14. Mermershtain I, Finarov I, Klipcan L, Kessler NT, Rozenberg H, Safro M. (2011). Idiosyncrasy and identity in the prokaryotic phe-system: crystal structure of E. coli phenylalanyl-tRNA synthetase complexed with phenylalanine and AMP. Protein Sci. 20: 160-7. 2.877; 136/290 (Biochemistry& Molecular Biology); 14.
15. Moor N, Klipcan L, Safro M. (2011). Bacterial and Eukaryotic Phenylalanyl tRNA Synthetases Catalyze Misaminoacylation of tRNAPhe with 3,4-Dihydroxy-L-Phenylalanine (L-Dopa). Chemistry&Biology  18: 1221-1229. 6.565; 30/290 (Biochemistry& Molecular Biology); 11.
16. Klipcan L, Moor N, Kessler  N, Finarov I,  Safro M. (2012). Crystal structure of human mitochondrial PheRS complexed with tRNAPhe in the active "open" state. Journal of Molecular Biology   415: 527-537. 3.702; 71/290 (Biochemistry& Molecular Biology); 12.
17. Klipcan L, Safro M, Schimmel P. (2013). Anticodon G recognition by tRNA synthetases mimics the tRNA core. Trends in Biochemical Sciences  38: 229-32. 11.81; 9/290 (Biochemistry& Molecular Biology); 0.
18. Safro M and Klipcan L. (2013). The mechanistic and evolutionary aspects of the 2′- and 3′-OH paradigm in biosynthetic machinery. Biol Direct. 8: 8-17. 3.82; 12/85 (Biology); 2.
19. Tworowski D*, Klipcan L*, Peretz M, Safro M. (2015). Universal Pathway for Post-Transfer Editing Reactions: Insight from Crystal structure of TthPheRS with Puromycine. PNAS, 112: 3967-72. 10.56; 4/57 (Multidisciplinary Sciences); 0. (*Equal contribution)

20. Zhu J, King M, Yu M, Klipcan L, Leslie A, Hirst A. (2015). Structure of subcomplex Iβ, a membrane-domain fragment of mammalian respiratory complex I. PNAS 39: 12087-12092. 10.56; 4/57 (Multidisciplinary Sciences ); 28.
21. Sultan L, Mileshina D, Grewe F, Rolle K, Abudraham S, Głodowicz P, Niazi A, Keren I, 

Shevtsov S, Klipcan L, Barciszewski J, Mower J, Dietrich A, andOstersetzer O. The reverse-transcriptase/RNA-maturase MatR protein is required for the splicing of various group II introns in Brassicaceae mitochondria. Plant Cell.  In Press
5. Patents
1. Transgenic Plants Resistant To Non-Protein Amino Acids. Yeda Research and Development Co. Ltd.US 20140237686A1 , CA2853901A1, CN103946376A, EP2773752A1, WO2013065048A1. 
2. Non-Protein Phenylalanine Analogues For Inhibiting Cyanobacteria And Plant Growth. Yissum and Yeda.  Provisional  2016
6. Prizes and Awards


Ori Levi Foundation Supporting Parents & Research of Mitochondrial Diseases 2008-2010.
The EMBO Long-Term Fellowships Award 2012-2014.
5

